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1 CTC6CAC7CCCTCTGGCC6GCCCAGG6CGCCnCAGCCCAACCTCCCCAGCCCCACGGGC6CCAC66AACCC6CTCGATCTCGCC6CCAACW^ 
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925 AAG TGT AGA AAG GCA GGA GTG GGG CAG AGC TGG AAG GAG AAC TCC CCA CTG AAT Gn TCA TAA AGGAAGCACTGnGG 
244 Lys Cys Arg Lys Ala Gly Val Gly Gin Ser Trp Lys Glu Asn Ser Pro Leu Asn Val Ser End 

1003 AGCTACTGCAAATGCTATAnGCACTGTGACCGAGAACTTnAAGAGGATAGAATACATGGAAACGCAAATGAGTATnCGGAGCATGAA^^ 

1103 nCAAAAAACTCnGATATGACCTGnAnACCAnAGCAnCTGGTTnGACATCAGCAnAGTCACTnCAAATGTAACGAATGGTACTACA^^ 

1203 TCCAAGTTnAATTTnAACACCATGGCACCTTnGCACATAACATGCTnAGAnATATAnCCGCACTCAAGGAGTAACCAGGTCGTCW^ 

1303 CAAATGGGAAAATGTCnAAAAAATCCTGGGTGGACTTnGAAAAGC 1 1 H M 1 1 1 H III 1 1 rmGAGACGGAGTCnGCTCTGnGCCCAGGCTGGA 

1403 GTGCAGTAGCACGATCTCGGCTCACTGCACCCTCCGTCTCTCGGGnCAAGCAAnGTCTGCCTCAGCCTCCCGAGTAGCTGGGAnACAGGTGCGCACT 

1503 ACCACACCAAGCTAATTTnGTATTTTTTAGTAGAGATGGGGTnCACCATCnGGCCAGGCTGGTCnGAAnCCTGACCTCAGnGATCCACCCACCT 

1603 TGGCCTCCCAAAGTGCTAGTAnATGGGCGTGAACCACCATGCCCAGCC GAAAAGCTTyrGAGGGGCTGACnCAATCCATGTAGGAAAGTAA^ 

1703 GGAAAnGGGTGCATnCTAGGACTTTTCTAACATATGTCTATAATATAGTGTnAGGnC 111111111 TCAGGAATACATTTGGAAAnCAAAACAAT 

1803 TGGCAAACTnGTAnAATGTGnAAGTGCAGGAGACATTGGTAnCTGGGCACCnCCTAATATGCTnACAATCTGCACTnAACTGACnW^^ 

1903 AnAAACATnGAGAGCTAACTATATTTnATAAGACTACTATACAAACTACAGAGTnATGATnAAGGTACnAAAGCnCTATGGTTGAC 

2003 ATATAATTTTnAAAAAGGTTnCTATATGGGGATTnCTATnATGTAGGTAATATTGnCTATnGTATATAnGAGATAATnATnAAT^ 

2103 A AATAAA GGTGACTGGGAAnGnAn 



